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Learning objectives

Learn how to use UNIX and the command line interface.
Learn how to design genomics experiments.

Learn how to handle and manipulate genomics datasets.
Learn how to analyze genomics data.

Learn how to visualize genomics data.
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Monday: Introduction to high-throughput sequencing and computational biology
lllumina sequencing
Command line tools

Obtaining and manipulating genomics data

Tuesday: RNA-seq
RNA-seq data analysis

Wednesday: Comparative genomics
Assembly and annotation

Variant calling

Thursday: Comparative genomics (cont.) and data visualization
Local BLAST
Metagenomics
R, R Markdown and Data Visualization

Friday: Scripting
GitHub
Bash and Python

https://dbsloan.github.io/TS$2019/
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